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Chemoautotrophic growth in darkness, with H. 
R. capsulata, 524 
Chemotaxis 
P. aeruginosa, 274 
Chloramphenicol 
hemolysin production, 1022 
S. pyogenes, 1022 
Chloramphenicol resistance mutation 
E. coli major ribosomal protein gene cluster, 1315 
Chlorpromazin 
B. cereus, 461 
B. megaterium, 461 
B. subtilis, 461 
S. faecalis, 461 
Chromosomal deoxyribonucleic acid 
single-stranded regions related to transformation, 
1191 
S. pneumoniae, 1191 
transformation related to single-stranded regions, 
1191 
Chromosomal regulation 
E. coli sexual expression, 1063 
Chromosome replication 
E. coli, plasmid-containing, 1151 
Circadian rhythm 
fatty acids, unsaturated, 912 
N. crassa, 912 
Citrobacter freundii 
coliphage development, 1430 
H2 group R plasmids, 1430 
R plasmids, 1430 
tellurium resistance, 1430 
Clindamycin 
S. pyogenes, 1022 
streptolysin production, 1022 
Cloning 
N. crassa ribosomal DNA, 1219 
spoT of E. coli, 1100 
Coenzyme M 
M. ruminantium, 256, 264 
specificity and distribution, 256 
transport, 256 
ColE1 hybrid plasmids 
E. coli genes of glycolysis and hexose 
monophosphate shunt, 502 
Colicin B resistance 
E. coli, 653 
ferrienterochelin uptake, 653 
Coliphage development 
C. freundii, 1430 
H plasmids, 1430 
K. pneumoniae, 1430 
R plasmids, 1430 
tellurium resistance, 1430 
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Copy number control 

B. subtilis, 635 

plasmid pE194, 635 

S. aureus, 635 
Corn stunt Spiroplasma 

membrane composition, 1056 
Corynebacterium glutamicum 

meso-a,e-diaminopimelate p-dehydrogenase, 22 
Corynebacterium kutscheri 

tripeptide hydroxamate, 243 
Corynebacterium lepus 

corynomycolic acids, 795 

fatty acids, 795 

kerosene, grown on, 795 
Corynomycolic acids 

C. lepus grown on kerosene, 795 
crisp-1 mutants 

N. crassa cyclic nucleotides, 1140 
Crown gall teratoma 

A. tumefaciens, 1020 

Nicotiana, 1020 

Ti plasmids, 1020 
crp 

E. coli, 839 


cya 
E. coli, 839 
Cyanobacteria 
covalently closed circular DNAs, 648 
heterocyst synthesis, 321 
nitrogenase synthesis, 321 
Cyanophage AS-1 attachment 
A. nidulans, 667 
light, 667 
Cyclic adenosine 3’,5’-monophosphate 
N. crassa cr-1 and fr mutants, 1140 
Cyclic GMP-binding proteins 
cellular slime molds, 169 
Cyclic guanosine 3’,5’-monophosphate 
N. crassa cr-1 and fr mutants, 1140 
Cyclic nucleotides 
N. crassa cr-1 mutants, 1140 
Cytidine 5’-triphosphate synthetase 
M. mycoides subsp. mycoides pyrimidine 
metabolism, 1073 
Cytochalasin A 
A. proteolytica, 925 
A. sialophilus, 925 
B. amyloliquifuciens, 925 
E. coli, 925 
P. maltophilia, 925 
S. aureus, 925 
Cytoplasmic membrane 
E. coli, 818 
lipoprotein, 818 
cytR repressor 
E. coli promoter-like mutants, 802 


Dactylium dendroides 
superoxide dismutases, 313 
Demolybdoproteins 
E. coli, 719 
molybdate incorporation, 719 
Deoxyribonucleic acid 
E. coli, 740 
transformation related to single-stranded regions, 
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1191 
Deoxyribonucleic acid, chromosomal 
single-stranded regions related to transformation, 
1191 
S. pneumoniae, 1191 
Deoxyribonucleic acid-mediated transformation 
S. lipoferum, 1425 
Deoxyribonucleic acid, brane-bound 
E. coli, 790 
protein synthesis, 790 
replication, 790 
RNA synthesis, 790 
Deoxyribonucleic acid-membrane interactions 
E. coli, 740 
Deoxyribonucleic acid, mitochondrial 
N. crassa sexual crosses, 1449 
Deoxyribonucleic acid polymerase I 
E. coli DNA synthesis, 44 
Deoxyribonucleic acid polymerase I-directed repair 
synthesis 
toluene-treated E. coli grown in presence of 
nitrososuanidine, 1439 
Deoxyribonucleic acid repair 
B. subtilis, competent cells of, 391 
Deoxyribonucleic acid, ribosomal 
cloning, 1219 
N. crassa, 1219 
Deoxyribonucleic acid synthesis 
DNA polymerase I, 44 
E. coli, 44 
methylation dependent, 44 
Deoxyribonucleic acid, transforming 
H. influenzae, 1081 
proflavine, 1081 
Deoxyribonucleic acid, uracil-containing 
coliphage treated with sodium bisulfate, 1243 
E. coli treated with sodium bisulfate, 1243 
enzymatic degradation, 1243 
meso-a,e-Diaminopimelate p-dehydrogenase 
A. faecalis, 22 
B. megaterium, 22 
Brevibacterium sp., 22 
B. sphaericus, 22 
C. glutamicium, 22 
E. aroideae, 22 
M. flavus, 22 
P. fluorescens, 22 
P. mirabilis, 22 
P. vulgaris, 22 
S. subflava, 22 
Dictyostelium discoideum 
cellulases released during germination, 752 
cyclic GMP-binding proteins, 169 
Dictyostelium rosarium 
cyclic GMP-binding proteins, 169 
Differentiated function loss 
streptomycetes, 891 
Diglyceride cycle 
E. coli, 860 
inner membrane, 860 
oligosaccharides, 
Dihydrofolate analog 
dihydropteroate synthase, altered, 129 
E. coli, 129 
Dihydrofolate reductase 
B. subtilis mutants, 1028 


A A 
uerivea, 860 


J. BACTERIOL. 


Dihydropteroate synthase, altered 
dihydrofolate analog, 129 
E. coli, 129 

dna mutations 
E. coli plasmid pSC101 replication, 1095 


Electron transport 
E. coli, 711 
oxidative phosphorylation, 711 
uncE, 711 
Endogenous inhibitor 
E. coli protein synthesis, 340 
Erwinia aroideae 
meso-a,e-diaminopimelate pD-dehydrogenase, 22 
Erwinia carotovora 
pectate lyase, “self-catabolite repression” of, 1035 
Erythromycin 
hemolysin production, 1022 
S. pyogenes, 1022 
Escherichia coli 
acetohydroxy acid synthase I, 846 
D-alanine carboxypeptidase IA activity, 644 
amber spr mutations, 568 
amino acid (branched chain) transport, 1059 
y-aminobutyrate utilization in mutants, 1111 
binding site for nitrate reductase, 1227 
branched-chain amino acid transport, 1059 
cell division in recA mutants with plasmids, 1151 
chloramphenicol resistance mutation, 1315 
chromosomal regulation, 1063 
chromosome replication in recA mutants with 
plasmids, 1151 
colicin B resistance, 653 
crp mutants, 839 
cya mutants, 839 
cytochalasin A, 925 
cytoplasmic membrane, 818 
cytR repressor, 802 
demolybdoproteins, 719 
diglyceride cycle, 860 
diglyceride kinase, 860 
dihydrofolate analog, 129 
dihydropteroate synthase, 129 
DNA, membrane-bound, 790 
DNA-membrane interactions, 740 
dna mutation effect on plasmid replication, 1095 
DNA polymerase I, 44 
DNA polymerase I-directed repair synthesis, 1439 
DNA synthesis, 44, 740 
DNA, uracil-containing, 1243 
EDTA treatment, 62 
electron transport, 711 
excision repair, 397 
exonuclease V, 658 
fatty acid analogs, synthetic, 1443 
ferrienterochelin uptake, 653 
fimbriae, 1008 
F’ plasmids, recA mutants containing, 1151 
ftsA gene product, 1088 
gab genes, 1111 
B-galactoside transport system in mutants, 365 
glutamine synthetase, 1000 
glutamine transport, 221 
glycolysis genes, ColE1 hybrid plasmids for, 502 
growth medium effect, 1031 
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hexose monophosphate shunt, ColE1 hybrid 
plasmids for, 502 

ilvO loci, 1234 

inc region of NR1I-derived plasmid, 92 

inner aspect of membrane, 1227 

inner membrane, 860 

insertion sequence IS.3, 1421 

isopropylmalate isomerase in S. typhimurium-E. 
coli hybrids, 1253 

lac operon, repressors of, 137 

lactose carrier, 1037 

leuC, 1253 

levallorphan, 1043 

levallorphan-tolerant mutants, 1013 

lev strains, 1043 

lexA, amber mutations in, 568 

lipid, 1043 

lipopolysaccharide, 1043 

major ribosomal protein gene cluster, 1315 

maltose transport in mutants, 365 

mecillinam mutants, 839 

membrane-bound DNA, 790 

membrane-DNA interactions, 740 

membrane, inner aspect of, 1227 

membrane potential, 221 

methylation-dependent DNA synthesis, 44 

modification- and restrictionless mutants, method 
of isolating, 673 

molybdate, 719 

nitrate reductase binding site, 1227 

a-p-nitrophenylgalactoside transport, 1037 

nitrosoguanidine, grown in presence of, 1439 

nucleoid, 885 

oligosaccharides, membrane-derived, 860 

outer membrane, cellular and released, 1031 

outer membrane function, 62 

outer membrane protease, 574 

oxidative phosphorylation, 711 

penicillin-binding protein 2, 839 

penicillin-binding protein 5, 644 

peptide transport systems, 447 

peptidyl tRNA accumulation, 694 

permeability barrier, 1043 

phage inactivation, 226 

phage Adilv used to map ilvO loci, 1234 

phage T4D receptors, 545 

phage T4 receptor activity, 664 

phenylalanyl-tRNA synthetase overproduction, 
480 


phospholipase, 62 

phospholipids, 62, 1443 

plasmid-coded proteins, method for identifying, 
692 


plasmid-folded chromosome complexes, 885 
plasmid pSC101 replication, 1095 

plasmid R46, 830 

plasmid R6K, 977 

plasmids NTP, 990 

polyamine transport regulation, 661 
polymerase I-directed repair synthesis, 1439 
polymyxin, 1043 

polypeptide, 1031 

promoter-like mutants, 802 

protease, outer membrane, 574 

protein b and phage infection, 545 

protein E, 226 
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proteins, plasmid-coded, 692 
protein synthesis, 790 
protein synthesis, endogenous inhibitor of, 340 
protein S12, 197 
proton translocation in mutants, 705 
pyridoxyl peptide, conservation of primary 
structure of, 700 
pyrimidine dimer excision, 234 
recA mutants containing F’ plasmids, 1151 
recB subunit of exonuclease V, 658 
recipient competence in F’/ac matings, 281 
relA, 1059 
repair synthesis, 1439 
replication, 790 
rep region of NR1-derived plasmid, 92 
repressors of /ac operon, 137 
restriction- and modificationless mutants, method 
of isolating, 673 
ribosome component genes in mutants, 115 
rif region, 584 
RNA polymerase genes in mucants, 115 
RNA synthesis, 790 
rorA mutation, 658 
rRNA operon, deletion analysis, 507 
sex factor F, 885 
sexual expression, 1063 
sodium bisulfite treatment, 1243 
spherical particles and phage infection, 545 
spheroplasts, 818 
spoT, 1100 
spr(Am) mutations, 568 
streptomycin transport regulation, 661 
synthetase overproduction, 480 
tec strains, 1043 
tetracain, 1043 
threonyl-tRNA synthetase overproduction, 480 
tight-binding repressors of lac operon, 137 
toluene treated, 1439 
toluene treatment, 397 
transcription in mutant, 197 
transcription in mutants, 115 
translation in mutant, 197 
udpP mutants, 802 
unckE, 711 
ung mutants, 1243 
uracil-containing DNA, 1243 
uridine phosphorylase, 802 
UV protection, 830 
uvurC gene function, 397 
Ethylenediaminetetraacetate treatment 
E. coli, 62 
outer membrane function, 62 
phospholipids, 62 
Excision repair 
E. coli, toluene-treated, 397 
uurC gene function, 397 
Exonuclease V 
E. coli, 658 
recB subunit, 658 
rorA mutation, 658 


Fatty acid analogs, synthetic 
E. coli phospholipids, 1443 

Fatty acid biosynthesis 
hydrocarbon substrates, 384 
_M. convolutum, 384 
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Fatty acid oxidation complex 

E. coli, 469 
Fatty acids 

A. vinelandii phospholipids, 1434 

C. lepus grown on kerosene, 795 
Fatty acids, unsaturated 

N. crassa circadian rhythms, 912 
Fermentation balance 

B. fragilis grown in glucose-enriched medium, 1263 
Ferrientochelin uptake 

colicin B resistance, 653 

E. coli, 653 
Fertility factor FPo 

P. putida, 28 
Fertility factors 

P. putida, 28 
Fimbriae 

E. coli, 1008 
Flagellar morphogenesis 

B. licheniformis, 933 

B. subtilis, 933 
Flagellar-phase variation 

rh1, 517 

Salmonella, 517 
Flagellation 

T. acidophilum, 456 
Flexibacter 

flexing, 1417 

gliding, 1417 
Flexing 

Fiexibacter, 1417 
Fluorescent-labeling procedure 

E. coli peptide transport systems, 447 
Folate transport 

component shared with thiamine and biotin 

transport systems, 1308 

L. casei, 1308 
F’ plasmids 

E. coli recA mutants containing, 1151 
FPo 

P. putida, 28 
Fraction I 

carbohydrate, 1067 

enzymes, 1073 

N. crassa cell wall, 1067 
frost mutants 

N. crassa cyclic nucleotides, 1140 
ftsA gene product 

E. coli, 1088 


gab genes 
y-aminobutyrate utilization, 1111 
E. coli, 1111 
Galactose metabolism 
lactose plasmid, 878 
S. lactis, 878 
Galactose receptor 
control, 758 
S. typhimurium, 758 
8-Galactosidase 
K. lactis, 51 
£-Galactoside transport system 
E. coli mutants, 365 


amino acid addition, 1447 
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S. cerevisiae, nitrogen-starved, 1447 
Gene dosage effects 

S. cerevisiae maltase syrthesis, 1200 
Genotype, host 

E. coli, 830 

plasmid R46, 830 

UV protection, 830 
Gliding 

Flexibacter, 1417 
B-1,3-Glucanases 

autolysis, 6 

derepression, 6 

glucan mobilization, 6 

P. italicum, 6 
Glucose-enriched medium 

B. fragilis growth and fermentation balance, 1263 
Glutamate dehydrogenase 

N. crassa nit-2 and am mutants, 1333 
Glutamate dehydrogenase regulation 

morphological state, function of, 1134 

M. racemosus, 1134 

nutritional state, function of, 1134 
Glutamine auxotrophs 

nitrogenase activity, 1459 

R. capsulata, 1459 
Glutamine synthetase 

adenylylation, 1282 

adenylylation state, 1000 

E. coli, 1000 

K. aerogenes, 1000 

K. pneumoniae, 1282 

nitrogen metabolism, genes involved in, 1282 

polyacrylamide gels, 1000 

regulation, 1000 

strain specificity, 1000 
Glutamine transport 

E. coli membrane potential, 221 
Glycogen metabolism 

S. cerevisiae sporulation, 285 
Glycolysis, genes of 

ColE1 hybrid plasmid for, 502 

E. coli, 502 
Glycosylated protein 

A. niger, 301 
Growth 

B. subtilis, 213 

threonine inhibition, 213 
Growth yield 

B. fragilis grown in glucose-enriched medium, 1263 
Guanosine tetra- and pentaphosphate synthesis 

B. thetaiotaomicron, 956 

molecular oxygen, 956 


Haemophilus influenzae 
proflavine, 1081 
transforming DNA-proflavine complex, 1081 
Handedness 
L. interrogans, 1413 
Hansenula wingei 
sexual agglutination, assay for, 1051 
Helix handedness 
L. interrogans, 1413 
Hemolysin production 
chloramphenicol, 1022 
lincomycin, 1022 
S. pyogenes, 1022 


maltose transport, 365 
G-1 arrest 
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Heterocyst synthesis 
Anabaena sp., 321 
Hexose monophosphate shunt, genes of 
ColE1 hybrid plasmid for, 502 
E. coli, 502 
hisF and hisG 
S. typhimurium cell envelope defects, 1271 
C. freundii, 1430 
coliphage inhibition, 1430 
tellurium resistance, 1430 
Histidine enzymes 
cell envelope defects, 1271 
S. typhimurium, 1271 
R. japonicum, 824 
Hydrocarbon substrates 
M. convolutum fatty acid biosynthesis, 384 
Hydrogenase 
R. japonicum, 824 
6-( p-Hydroxyphenylazo)-uracil 
B. subtilis transduction, 124 
H2 group R plasmids 
H, uptake 


ilvO loci 
E. coli, 1234 
mapping with phage Adilv, 1234 
Incompatibility region 
NRI-derived plasmid, 92 
inc region 
NRI-derived plasmid, 92 
Inner membrane 
diglyceride cycle, 860 
E. coli, 860 
polypeptide composition, 963 
R. prowazeki, 963 
Insertion sequence IS3 
E. coli, 1421 
Iron accumulation 
yersiniae, 1290 
Iron-binding compound 
P. aeruginosa, 357 


Kerosene 
C. lepus grown on, 795 
a-Ketoglutarate dehydrogenase mutant 
R. meliloti, 415 
Klebsiella aerogenes 
agmatine degradation, 1127 
glutamine synthetase, 1000 
Klebsiella pneumoniae 
coliphage development, 1430 
glutamine synthetase, 1282 
H2 group R plasmids, 1430 
peptidoglycan synthesis in mutant, 727 
R plasmids, 1430 
tellurium resistance, 1430 
Kluyveromyces lactis 
B-galactosidase, 51 


Laccase localization 
L. briosiana, 537 
lac operon 
E. coli, 137 
repressors, 137 
tight-binding repressors, 137 
Lactic acid bacteria 
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id transfer of antibiotic resistance, 614 

Lactobacillus casei 

folate transport, 1308 

plasmid transfer from Streptococcus, 614 

thiamine and biotin transport systems, 1308 
Lactose carrier 

E. coli, 1037 

a-p-nitrophenylgalactoside, 1037 
Lactose plasmid 

galactose metabolism, 878 

S. lactis, 878 
Lambda transducing bacteriophage 

rRNA operon, deletion analysis, 507 
Leptosphaerulina briosiana 

laccase localization, 537 
Leptospira interrogans 

axial filament, 1406 

helix handedness, 1413 

motility, 1406 
leuC 

E. coli, 1253 


isopropylmalate isomerase in S. typhimurium-E. 


coli hybrids, 1253 

L-Leucine transport 

P. aeruginosa membrane vesicles, 73 
Levallorphan 

E. coli, 1043 

E. coli mutants, 1013 
Levulinic acid 

A. quadruplicatum pigment biosynthesis, 146 
lexA 

amber mutations in, 568 

E. coli, 568 
Light 


cyanophage AS-1 attachment to A. nidulans, 667 


Lincomycin 
S. pyogenes, 1022 
streptolysin production, 1022 


E. coli mutants, 1043 
Lipid precursor 
murein lipoprotein, 309 
S. typhimurium, 309 
Lipopolysaccharide 
E. coli mutants, 1043 
phage inactivation, 746 
S. anatum, 746 
structure, 746 
Lipoprotein gene, homology of 
gram-negative bacteria, 595 
Lipoprotein synthesis 
E. coli cytoplasmic membrane, 818 
E. coli spheroplasts, 818 
Lipoteichoic acid 
enzymatic deacylation, 1176 
release during penicillin treatment, 1180 
S. faecium, 869 
S. faecium protoplasts, 1176 
S. sanguis, 1180 
Lysostaphin endopeptidase production 
S. staphylolyticus cell wall, 1158 


acrolides 

rRNA of streptomycetes, 1464 
Maltase synthesis 

gene dosage effects, 1200 
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S. cerevisiae, 1200 
Maltose transport 
E. coli mutants, 365 
B-galactoside transport system, 365 


Manganese-dependent phosphoglycerate mutase 


B. subtilis, 773 
Mannan serological activity 
C. albicans, 677 
phosphate content, 677 
Mannosy! transfer 
A. niger membranes, 301 
Mecillinam resistance 
E. coli mutants, 839 
Membrane 
E. coli, 1227 
inner aspect of E. coli membrane, 1227 
Membrane-bound deoxyribonucleic acid 
E. coli, 790 
protein synthesis, 790 
replication, 790 
RNA synthesis, 790 
Membrane composition 
corn stunt Spiroplasma, 1056 
S. citri, 1056 
Membrane-deoxyribonucleic acid interactions 
E. coli, 740 
Membrane, inner 
polypeptide composition, 963 
R. prowazeki, 963 
Membrane, outer 
polypeptide composition, 963 
R. prowazeki, 963 
Membrane potential 
E. coli, 221 
glutamine active transport, 221 
2-Mercaptoethanesulfonic acid 
M. ruminantium, 256, 264 
specificity and distribution, 256 
transport, 264 
Methane formation 
methanogenic bacteria, 420 
Methane oxidation 
methanogenic bacteria, 420 
Methanobacterium ruminantium 
coenzyme M, 256, 264 
Methanosarcina barkeri 
acetate assimilation, 332 
1-Methyladenosine 
M. smegmatis tRNA, 1084 
Methylation-dependent DNA synthesis 
DNA polymerase I, 44 
E. coli, 44 
6-Methylpurine 
N. crassa, 248 
Micrococcus flavus 


meso-a,e-diaminopimelate p-dehydrogenase, 22 


Micrococcus lysodeikticus 
phosphate transport in arsenate-resistant 
mutants, 69 
Microtiter plate assay 
H. wingei agglutination, 1051 
Mitochondrial deoxyribonucleic acid 
N. crassa sexual crosses, 1449 
Modification- and restrictionless mutants of 
Escherichia coli 
method for isolating, 673 


Molecular oxygen 
B. thetaiotaomicron, 956 
guanosine tetra- and pentaphosphate synthesis, 
956 
Molybdate incorporation 
E. coli demolybdoproteins, 719 
Morphology 
B. subtilis rodB during temperature shift, 1395 
Motility 
L. interrogans axial filament, 1406 
Motility mutants 
C. crescentus, 627 
Mucor racemosus 
glutamate dehydrogenase, morphology-associated 
expression of, 1134 
Murein lipoprotein 
lipid precursor, 309 
S. typhimurium, 309 
Mycobacterium convolutum 
fatty acid biosynthesis, 384 
hydrocarbon substrates, 384 
Mycobacterium smegmatis transfer ribonucleic acid 
1-methyladenosine, 1084 
ribothymidine, 1084 
Mycoplasma mycoides subsp. mycoides 
pyrimidine metabolism, enzymes of, 1073 
Mycoplasmas 
preparation for scanning electron microscopy, 972 
Myxococcus xanthus 
Rif, 295 


Neisseria gonorrhoeae 
Ngoll, 1299 
Neurospora 
amino acid pool mutants, screening for, 1437 
replica printing, 1437 
Neurospora crassa 
am mutants, 1333 
carbohydrate component of fraction I, 1067 
cell wall, fraction I, 1067 
circadian rhythms, 912 
cr-1 mutants, 1140 
cyclic nucleotide-deficient mutants, 1140 
DNA transmission, 1449 
fatty acids, unsaturated, 912 
fr mutants, 1140 
glutamate dehydrogenase in mutants, 1333 
6-methylpurine inhibition, 248 
mitochondrial DNA, transmission of, 1449 
nit-2 mutants, 1333 
nitrate reductase regulation, 1119 
nitrogen metabolite repression, 1119 
peptidases, 1324 
rDNA, 1219 
rRNA, 1219 
sexual crosses, 1449 
succinic dehydrogenase mutants, 900 
newD 
isopropylmalate isomerase in S. typhimurium-E. 
coli hybrids, 1253 
S. typhimurium 
Ngoll, 
N. gonorrhoeae, 1299 
Nicotiana 
A. tumefaciens Ti plasmids, 1020 
crown gall teratoma, 1020 
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Nicotinamide adenine dinucleotide 
pyridine nucleotide cycle of S. typhimurium 
mutants, 1165 
S. typhimurium pncA, pncB, and pneC mutants, 
1165 
Nicotinamide adenine dinucleotide-dependent 
glutamate dehydrogenase, expression of 
morphological state, function of, 1134 
M. racemosus, 1134 
nutritional state, function of, 1134 
Nicotinamide adenine dinucleotide phosphate 
(reduced):nitrate oxidoreductase 
A. nidulans, 105 
NIC plasmid aggregate 
dissociation, 697 
P. convexa, 697 
P. putida, 697 
Nitrate reductase 
A. nidulans, 105 
E. coli, 1119 
nitrogen metabolite repression, 1119 
Nitrate reductase binding site 
E. coli, 1227 
Nitrite reduction 
V. alcalescens, 905 
Nitroalkane oxidation 
Streptomyces strains, 916 
Nitrogenase 
R. rubrum, 779 
Nitrogenase activity 
R. capsulata glutamine auxotrophs, 1459 
R. japonicum bacteroids, 153 
Nitrogenase synthesis 
Anabaena sp., 321 
Nitrogen metabolism 
gene expression, 1282 
glutamine synthetase, 1282 
K. pneumoniae, 1282 
Nitrogen metabolite repression 
N. crassa nitrate reductase, 1119 
Nitrogen repression 
arginine catabolic enzymes, 189 
B. subtilis, 189 
a-p-Nitrophenylgalactoside transport 
E. coli lactose carrier, 1037 
Nitrosoguanidine 
DNA polymerase I-directed repair synthesis, 1439 
E. coli grown in presence of, 1439 
Nuclear division 
W. dermatitidis mutants, 1456 
Nucleoid 
E. coli, 885 
plasmid-folded chromosome complexes, 885 
sex factor F, 885 
Nucleoside diphosphate sugar hydrolase gene 
S. typhimurium, location on chromosome, 1428 
Nupercain 
B. cereus, 461 
B. megaterium, 461 
B. subtilis, 461 
S. faecalis, 461 


Ochre suppressors 
S. typhimurium, 433 
Octane plasmid (OCT) 
P. putida, 28 
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Oligosaccharides 
E. coli diglyceride cycle, 860 
i harides, b derived 
outer envelope of E. coli and other gram-negative 
bacteria, 686 
Outer envelope 
E. coli, 686 
oligosaccharides, membrane-derived, 686 
Outer membrane 
polypeptide composition, 963 
R. prowazeki, 963 
Outer membrane, cellular 
E. coli, 1031 
growth medium effect, 1031 
polypeptide, 1031 
Outer membrane function 
E. coli, 62 
EDTA treatment, 62 
Outer membrane lipoprotein 
homology of gene coding for, 595 
Outer membrane protease 
E. coli, 574 
Outer membrane proteins 
heat modification, 670 
S. marcescens, 670 
Outer membrane, released 
E. coli, 1031 
growth medium effect, 1031 
polypeptide, 1031 
Oxidative phosphorylation 
E. coli, 711 
electron transport, 711 
uncE, 711 


Paecilomyces persicinus 

B-N-acetylhexosaminidase, 620 
Pectate lyase 

E. carotovora, 1035 

“self-catabolite repression,” 1035 
Penicillinase 

B. licheniformis, localization in, 1374 
Penicillin-binding proteins 

Proteus species, 474 
Penicillin-binding protein 2 

E. coli mutants, 839 
Penicillin-binding protein 5 

D-alanine carboxypeptidase IA activity, 644 

E. coli, 644 
Penicillin treatment 

S. sanguis polymers, 1180 
Penicillium chrysogenum 

ATP sulfurylase, 350 

sulfate activation, 350 
Penicillium italicum 

Autolysis, 6 

B-1,3-glucanases, 6 

glucan mobilization, 6 
Peptidase 


fluorescent-labeling procedure, 447 
Peptidoglycan synthesis 

K. pneumoniae morphology mutant, 727 
Peptidoglycan turnover 

B. megaterium Dap” Lys” mutant, 947 


N. crassa, 1324 
Peptide transport systems 
E. coli, 447 


SUBJECT INDEX 


Peptidyl transfer ribonucleic acid 

accumulation in E. coli, 694 
Permeability barrier 

E. coli lipid and lipopolysaccharide, 1043 
pha-1, mapping of 

B. licheniformis, 689 
Phenol metabolism 

T. cutaneum, 13 
Phenylalanine oxidase synthesis 

P. mirabilis, 161 
Phenylalanyl-transfer ribonucleic acid synthetase 

E. coli mutant, 480 
Phosphate content 
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E. coli dnaE mutant, 201 
Aromatic amino acid biosynthesis 
E. coli, 933 
shikimate kinase, 933 
Arsenate 
S. cerevisiae protein synthesis, 162 
Aspergillus 
aflatoxin biosynthesis, intermediate metabolites 
in, 684 
Autolytic enzyme extraction 
alkali treatment, 699 
S. faecium cell walls, 699 
Autolytic mutants 
S. faecium, 598 
Azotobacter vinelandii 
chromosomes, folded, 871 
DNA, 871 


Bacillus sphaericus 

cell wall, 999, 1010 

peptidoglycan lytic enzymes, 126 

peptidoglycan sacculus, 1010 

tetragonal protein layer, 999, 1010 
Bacillus subtilis 

5-aminolevulinic acid mutant, 377 

cerulenin, 345 

cytochrome 6, 370, 377 

cytoplasmic membrane, 370 

DNA-L-form membrane complex, 915 

heme, 377 

levansucrase export, 345 

L-form membrane-DNA complex, 915 

membrane, 370 

novobiocin treatment, 314 

protein synthesis during sporulation, 625 

quinacrine, 345 

spore outgrowth, 314 

sporulation of mutant, 625 

succinate dehydrogenase complex, 370 

succinic dehydrogenase, 377 
Bacteriophage 

S. pneumoniae, lytic strains of, 618 
Bacteriophage 

E. coli phxB, 1038 
Bacteriophage lambda 

E. coli receptor, 33 

matrix protein, 33 

pore activity, 33 

porin, 33 

propagation in E. coli, 339 
Bacteriophage PM2 

DNA uptake and transport, 404 

S. pneumoniae, 404 
Bacteriophage PRD1 Sus 

P. aeruginosa suppressor mutations, 748 
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Bacteroides fragilis 

O, lethality, 139 

superoxide dismutase activity, 139 
Basal complex 

C. crescentus, 984 
Bidirectional replication 

mini-ColE1 plasmid pVH51, 257 
Binding proteins 

chemotactic response, 739 

E. coli, 739 

signal transduction, 739 
Black lipid membrane 

E. coli phage lambda receptor, 33 
Botryodiplodia theobromae 


protein (storage?) in dormant spores, 650 


Branched-chain amino acid transport 
E. coli, 24 
LIV-1, -2, -3, 24 
Brevibacterium ammoniagenes 
pretyrosine dehydrogenase, 805 
tyrosine biosynthesis, 805 
Brevibacterium flavum 
pretyrosine dehydrogenase, 805 
tyrosine biosynthesis, 805 
Brucella abortus 
lipopolysaccharide, 361 
Butyrate formation 
B. fibrisolvens, 99 
Butyrivibrio fibrisolvens 
butyrate formation, 99 


Calcium treatment 

E. coli transforming DNA, 1033 
Capsular glycocalyx 

stabilization with antibody, 609 
Carbenicillin resistance 

P. aeruginosa, 1036 

plasmids R91 and R9Yla, 1036 
Carbohydrate metabolism 

P. acidovorans, 418 
Catabolite repression 

E. coli, 275 

enzyme I of PTS, 275 

P. pullulans, 55 

L-rhamnose dehydrogenase, 55 
Caulobacter crescentus 

basal complex, 984 

flagellum hook, 984 

polyhook protein, 575 
Cell cycle 

E. coli, 352 

protein synthesis, 352 
Cell envelope 

M. leprae, 552 

M. lepraemurium, 552 
Cell envelopes 

polymyxin-resistant P. aeruginosa, 839 
Cell length 

E. coli lexA mutant, 273 
Cell size 

S. cerevisiae growth rate, 92 
Cell surface 

E. coli, 567 
Cell wall 

alkali treatment, 699 

autolytic enzyme, 699 


B. sphaericus, 999, 1010 

N. crassa mutant, 461 

peptidoglycan sacculus, 1010 

S. faecium, 699 

tetragonally arranged, 999, 1010 
Cephaloridine 

E. coli, 642 
Cerulenin 

B. subtilis, 345 

levansucrase export, 345 


R. sphaeroides chromatophore membrane, 788 


Chelators, ion 
E. coli growth, 923 
RNA synthesis, 923 
Chemotaxis 
E. coli receptor, 739 
Chlamydia psittaci 
surface architecture, 241 
Chlamydia trachomatis 
surface architecture, 241 
chiC 
E. coli, 726 
regulation, 726 
chiC-lac fusions 
chIC, regulation of, 726 
E. coli, 726 
Chloramphenicol 
DNA metabolism, 324 
E. coli carrying Incla plasmids, 324 
plasmid Colldrd-1 transfer, 324 
Chromatium vinosum 
chromatophore protein, 207 
Chromatophore membrane 
assembly, 788 
cerulenin, 788 
R. sphaeroides, 788 
Chromatophore protein 
photosynthetic bacteria, 207 
Chromosomal deoxyribonucleic acid 
E. coli, 475 
irradiation, 475 
Chromosomal replication origin 
S. typhimurium, 297 
Chromosome 
A. vinelandii, 871 
B. subtilis, 915 
complex with membrane, 915 
folded, 871 
Chromosome repair 
double-strand breaks in DNA, 486 
E. coli, 486 
irradiation, 486 
Circular deoxyribonucleic acid 
phage PM2, 404 
S. pneumoniae transformation, 404 
transport, 404 
uptake, 404 
Citrobacter intermedius 
glutamic acid excretion, 721 
plasmid DNA, 721 
Cloacin DF13 receptor 
E. cloacae, 7 
Colicin export 
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E. coli, 770 : 
mechanism, 770 
Colonial variation 
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N. gonorrhoeae, 762 
Conidia 

N. crassa, 293 

photodynamic damage, 293 

singlet molecular oxygen, 293 
Copy number 

E. coli plasmid Ridrd-19, 70 

mercuric ion resistance, 284 

mer operon of plasmid NR1, 284 
Corynebacterium glutamicum 

pretyrosine dehydrogenase, 805 

tyrosine biosynthesis, 805 
Cross-linking analysis 

E. coli protein I, 254 
Cyclic adenosine 3’,5'-monophosphate 

control of levels by depolarizing agents, 397 

B-galactosidase of E. coli, 671 

M. racemosus, 397 

N. crassa, 397 

S. cerevisiae, 397 

S. marcescens exolipase, 663 

8-substituted analogs, 671 
Cycloheximide-resistant mutant 

A. castellanii Neff, 280 
Cyclopropane fatty acids 

E. coli, 118 
Cytochrome 

S. cerevisiae photoinhibition, 523 
Cytochrome 6 


B. subtilis succinate dehydrogenase complex, 370 


B. subtilis succinic dehydrogenase, 377 
Cytochrome biosynthesis 

levulinic acid, 799 

S. cerevisiae, 799 
Cytochrome c 

protein-lysine methyltransferase, 853 

S. cerevisiae, 853 

e-N-trimethyllysine, 853 


Deoxyribonucleic acid 
A. vinelandii, 871 
B. subtilis, 915 
C. intermedius glutamic acid excretion, 721 
deoxyribonucleoside triphosphate pools, 245 
double-strand breaks, repair of, 486 
E. coli, 486 
E. coli lexA mutant, 273 
E. coli nrdA mutant, 245 
irradiation, 486 
length, 80 
L-form membrane-DNA complex, 915 
marker effect, 80 
plasmid, 721 
pneumococcal transformation, 80 
repair, 486 
repair in E. coli lexA mutant, 273 
repair of UV damage, 105 
Deoxyribonucleic acid, chromosomal 
E. coli, 475 
irradiation, 475 
Deoxyribonucleic acid, circular 
phage PM2, 404 
S. pneumoniae transformation, 404 
transport, 404 
uptake, 404 
Deoxyribonucleic acid gyrase 
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gene expression, modulation by drugs, 40 
Deoxyribonucleic acid, heterospecific 
RNA, nascent, 949 
S. sanguis, 949 
transformation, 949 
Deoxyribonucleic acid repair 
E. coli lexA mutant, 273 
Deoxyribonucleic acid repair mutants 
E. coli, 779 
penicillin selection, 779 
Deoxyribonucleic acid, ribosomal 
mapping, 185 
S. cerevisiae, 185 
Deoxyribonucleic acid sequence 
erythromycin resistance, 990 
Staphylococcus, 990 
Streptococcus, 990 
Deoxyribonucleic acid synthesis 
arithmetic, 201 
dnaK in E. coli, 339 
E. coli dnaE mutant, 201 
Deoxyribonucleic acid, transforming 
E. coli, calcium-treated, 1033 
Deoxyribonucleoside triphosphate pools 
DNA synthesis, 245 


cAMP levels in fungi, 397 
Dictyostelium discoideum 

amino acid catabolism, 467 

differentiation, 467 

malic enzyme, 467 
Dictyostelium giganteum 

hierarchical mating system, 251 

pheromones, 251 
3,4-Dihydroxybutyl-1-phosphonate 

E. coli murein lipoprotein, 944 
dnaA 

DNA synthesis, arithmetic, 201 

E. coli mutant, 201 
dnaK 

DNA synthesis, 339 

E. coli mutant, 339 

RNA synthesis, 339 


Endo-f-1,4-N-acetylmuramoylhydrolase 
S. faecium cell wall, 699 
Endonuclease Rshl 
plasmid pBR322, 505 
R. sphaeroides, 505 
Enterobacter cloacae 
cloacin DF13 receptor, 7 
Enzyme I 
catabolite repression, 275 
E. coli PTS, 275 
transient repression, 275 
Erythromycin resistance 
DNA sequence, 990 
Staphylococcus, 990 
Streptococcus, 990 
Escherichia coli 


E. coli nrdA mutant, 245 ; 
Deoxythymidine monophosphate uptake 
S. cerevisiae, 638 
sotl, 638 
suppressor, 638 
a amino acid biosynthesis, 933 


arithmetic DNA synthesis in dnaE mutant, 201 

ATPase from membrane, 87 

binding proteins, 739 

black lipid membrane, 33 

branched-chain amino acid transport, 24 

calcium treatment, 1033 

catabolite repression, 275 

cell cycle, 352 

cell length, 273 

cell surface, 567 

cephaloridine, 642 

chemotaxis, 739 

chiC-lac fusions, 726 

chIC, regulation of, 726 

chloramphenicol and DNA metabolism, 324 

chromosomal DNA, irradiated, 475 

chromosome repair, 436 

colicin export, 770 

copy number variants, 284 

cross-linking analysis of protein I, 254 

cyclic AMP, 8-substituted, 671 

cyclopropane fatty acids, 118 

deoxyribonucleoside triphosphate pools, 245 

3,4-dihydroxybutyl-1-phosphonate, 944 

dnaE mutant, 201 

DNA gyrase, 40 

DNA in calcium-treated cells, 1033 

DNA, irradiated, 475 

dnaK mutant, 339 

DNA metabolism and drugs, 324 

DNA repair in /exA mutant, 273 

DNA repair mutants, 779 

DNA, repair of double-strand breaks in, 486 

DNA synthesis in dnaE mutant, 201 

DNA synthesis in nrdA mutant, 245 

dosage effects, 383 

enzyme I, 275 

fatty acids, cyclopropane, 118 

filamentous cell, 567 

flagellar hook protein, 235 

B-galactosidase synthesis, 671 

gene copy number variants, 284 

gene dosage effects, 383 

giant spheroplast formation, 567 

glpA and gipT in separate operons, 268 

growth inhibition, 923 

guanosine 3’-diphosphate 5’-diphosphate 
synthesis, 530 

hisS, 264 

histidyl-tRNA synthetase gene, 264 

HMS-1 and SHV-1 £-lactamases, plasmids 
determining, 657 

hook protein, 235 

hrbA, 24 

ion chelators, 923 

irradiation, 475, 486 

itaconate inhibition, 519 

lac-chiC fusions, 726 

B-lactamase, 896 

length growth of B/r substrains, 17 

lexA mutant, 273 

lipid phase transition of phospholipids, 118 

lipoprotein of outer membrane, gene for, 715 

LIV-1, -2, -3, 24 
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lysozyme, 567, 976 

matrix protein, 33 

membrane ATPase, 87 

membrane energization, 176 

membrane, outer, 861 

membrane protein synthesis in mutant, 305 
mercuric ion resistance, 284 

mer operon of plasmid NR1, 284 

murein lipoprotein, 944 

nalidixic acid, 40 

nrdA mutant, 245 

nucleoids, irradiated, 475 

outer membrane, 715 

outer membrane pore protein, 861 
penicillin-binding proteins, 1029 

penicillin selection of DNA repair mutants, 779 
phage X174, 1038 

phage lambda receptor, 33 

pH, external, 176 
phosphatidylethanolamine synthesis, 453 
6-phosphogluconate dehydrogenase, 171 
phospholipids, 118 

phospholipid synthesis during cell division, 453 
photoreactivation, 333 


plasmid Colldrd-1 transfer, 324 

plasmid Incla, 324 

plasmid (mini-F) pML31, 559 

plasmid NR1, 284 

plasmid pBR322, amplification of, 270 

plasmid Rldrd-19 replication, 70 

pnt-1, 783 

polA-metB region, 653 

polarity, UV suppression of, 122 

polypeptide in minicells, 48 

pore protein, 861 

porin, 33 

protein I, two forms, 254 

protein synthesis during cell cycle, 352 

protein synthesis in heat-damaged and -killed 
cells, 492 

proton transport, 176 

purification of 6-phosphogluconate 
dehydrogenase, 171 

pyridine nucleotide transhydrogenase, 783 


relA-argA deletion, 530 

repression, catabolite, 275 

repression, transient, 275 

restriction enzyme cleavage sites around gene for 
lipoprotein, 715 

ribosomal protein mRNA, 383 

ribosomal proteins, genes coding for, 832 

ribosomal protein synthesis, 383 

rifampin and DNA metabolism, 324 

RNA synthesis, 923 

RNA synthesis in heat-damaged and -killed cells, 
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phxB, 1038 
pili, 969 
pilus binding, 976 
pyruvate, 1026 
receptor, 739 
492 
rplU, 832 
rpmA, 832 
rpsO, 832 
ruv, 1 
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sbcA strains, UV light-damaged, 105 
sfi, 1 
shikimate kinase, 933 
signal transduction, 739 
spheroplast, giant, 567 
suppressor system, 748 
tar, 739 
temperature-sensitive membrane mutant, 305 
tetracycline resistance, 705 
thermal injury, 492 
thermoresistant revertants of tif ruv strain, 1 
threonine dehydratase inhibition, 1026 
tif-1, 1 
transforming DNA in calcium-treated cells, 1033 
transient repression, 275 
transposons Tn/ and Tn3, 48 
transposon Tn/0, 705 
trg, 739 
UV irradiation, 122 
UV light damage, 105 
UV resistance, 1 

Exolipase 
glycogen, 663 
hyaluronate, 663 
polysaccharide, 663 
S. marcescens, 663 

Extrachromosomal deoxyribonucleic acid 
C. intermedius glutamic acid excretion, 721 


Fatty acid 
V. cholerae lipopolysaccharide, 288 
Fatty acid composition 
FE. coli grown in presence of normal alcohols, 133 
Fatty acids, cyclopropane 
E. coli, 118 
Fermentation 
change from homo- to heterolactic, 109 
glucose limitation, 109 
S. lactis, 109 
Filamentous cell 
E. coli, 567 
spheroplast (giant) formation, 567 
Flagellar hook protein 
E. coli, 235 
Salmonella sp., 235 
Flagellum hook 
C. crescentus, 984 
Folded chromosones 
A. vinelandii, 871 
F, 
p-aminobenzamidine, 87 
E. coli, 87 


Galactose-glucose-binding protein 
chemotaxis, 739 
E. coli, 739 
£-Galactosidase synthesis 
cyclic AMP, 8-substituted, 671 
E. coli, 671 
Gene copy number 
mercuric ion resistance, 284 
mer operon of plasmid NR1, 284 
Genetic exchange 
N. gonorrhoeae, 756 
Germination 
B. megaterium spores, 431, 442 


glucose-triggered, 442 


glpA and gipT in separate operons 
E. coli, 268 
Glucose 
B. megaterium spore germination, 442 
Glucose limitation 
S. lactis fermentation, 109 
Glucose metabolism 
S. rouxii, 823 
sugars, 823 
Glutamic acid excretion 
C. intermedius, 721 
plasmid DNA, 721 
Glutamine synthetase 
amino acid transport, 218 
nitrogen control, 218 
S. typhimurium, 218 
Glycocalyx, capsular 
stabilization with antibody, 609 
Glycogen 
S. marcescens exolipase, 663 
Growth inhibition 
E. coli, 923 
ion chelators, 923 
RNA synthesis, 923 
Growth kinetics 
R. rubra, 884 
Growth rate 
S. cerevisiae cell size, 92 
Guanosine 3’-diphosphate 5’-diphosphate synthesis 
E. coli, 530 


Haemophilus influenzae 
plasmid pHK539, 584 
plasmid pRI234, 584 
transposons TnTc, TnAp, TnCm, 584 
Heme 
B. subtilis succinic dehydrogenase, 377 
Heterolactic fermentation 
S. lactis, 109 
Heterospecific deoxyribonucleic acid 
nascent RNA, 949 
S. sanguis, 949 
transformation, 949 
hisS 
E. coli, 264 
histidyl-tRNA synthetase gene, 264 
Histidyl-transfer ribonucleic acid synthetase 
E. coli, 264 
hisS, 264 
Histoplasma capsulatum 
respiration during yeast and mycelial phases, 647 
HMS.-1 £-lactamase 
determined by plasmids from gram-negative 
bacteria, 657 
Homolactic fermentation 
S. lactis, 109 
Hook 
C. crescentus, 984 
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L-proline-triggered, 431 

Giant spheroplast 
E. coli, 567 

glnA 
S. typhimurium, 218 

glnR 
S. typhimurium, 218 
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Hook protein 

C. crescentus, 575 

E. coli, 235 

Salmonella sp., 235 
hrbA 

E. coli, 24 
Hyaluronate 

S. marcescens exolipase, 663 
Hydrogen formation 

R. sphaeroides mutant, 446 
Hydrolytic enzymes 

ammonium ions, 1022 

S. cerevisiae sporulation, 1022 
8-Hydroxyquinoline 

Tetrahymena mutant selection, 903 


Inositol-requiring mutant 
N. crassa, 461 
Ion chelators 
E. coli growth, 923 
RNA synthesis, 923 
Iron 
P. aeruginosa extracellular products, effect on, 193 
Irradiation 
chromosomal DNA, 475 
chromosome repair, 486 
DNA, repair of double-strand breaks in, 486 
E. coli chromosome, 475, 486 
nucleoids, 475 
Itaconate 
methylotroph inhibition, 519 


Kinetic pulse-labeling 
Aspergillus aflatoxin intermediates, 684 
Klebsiella 
lactose metabolism, 691 
phospho-f-galactosidase, 691 
Klebsiella pneumoniae 
nif, order of genes near, 1041 
plasmid pRD1, 1041 
plasmid pTM4010, 1041 
Klebsiella sp. 
HMS-1 and SHV-1 £-lactamases, plasmids 
determining, 657 


lac-chiC fusions 
chiC, regulation of, 726 
E. coli, 678 
£-Lactamase 
chromosomal, 896 
determined by plasmids in gram-negative 
bacteria, 657 
E. coli, 896 
HMS-1, 657 
regulation, 896 
SHV-1, 657 
Lactose metabolism 
Klebsiella phospho-f-galactosidase, 691 
Length growth 
E. coli B/r substrains, 17 
Levansucrase, extracellular 
B. subtilis, 345 
cerulenin, 345 
export, 345 
quinacrine, 345 
Levulinic acid 


E. coli cell length, 273 
E. coli DNA repair, 273 


L-forms 


B. subtilis, 915 
membrane-DNA complex, 915 


Light effects 


cytochromes, 523 
Ss. cerevisiae, 523 


Lipase 


S. marcescens, 663 


Lipid 


N. crassa mutant, 461 


Lipid phase transition 


E. coli phospholipids, 118 


Lipopolysaccharide 


B. abortus, 361 

fatty acid composition, 288 
smooth and rough, 361 

V. cholerae strains, 288 


Lipoprotein 


E. coli outer membrane, gene for, 715 
restriction enzyme cleavage sites, 715 


LIV-1, -2, -3 


E. coli amino acid transport, 24 


Lysine biosynthesis 


pipecolic acid, 410 
R. glutinis, 410 


Lysozyme 


binding to pili, 976 
E. coli, 976 
E. coli spheroplasts, 567 


Malic enzyme 


D. discoideum differentiation, 467 


Maltose-binding protein 


chemotaxis, 739 
E. coli, 739 


Mating pheromone interaction 


S. kluyveri and S. cerevisiae, 146 


Mating system, hierarchical 


D. giganteum, 251 
pheromones, 251 


Matrix protein 


E. coli phage lambda receptor, 33 


Membrane 


B. subtilis, 915 

cerulenin, 788 

chromatophore, 788 

L-form membrane-DNA complex, 915 
R. sphaeroides, 788 


Membrane adenosine triphosphatase 


p-aminobenzamidine, 87 
E. coli, 87 
Membrane energization 
E. coli, 176 
Men.irane, outer 
E. coli, 861 
pore protein, 861 
Membrane protein synthesis 
E. coli temperature-sensitive mutant, 305 
Mercuric ion resistance 
E. coli, 284 
mer operon of plasmid NR1, 284 
mer operon 
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cerevisiae cytochrome biosynthesis, 799 
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copy number effects, 284 
mercuric ion resistance, 284 
plasmid NR1, 284 
Messenger ribonucleic acid 
A. macrogynus mitospores, 535 
Methylotrophic bacteria 
inhibition by itaconate, 519 
Mini-ColE1 plasmid pVH51 
bidirectional replication, 257 
Mini-F plasmid pML31 
E. coli, 559 
replication, thermosensitive in, 559 
Mitospores 
A. macrogynus, 535 
mRNA, 535 
polysomes, 535 
Mucor racemosus 
cAMP level, control of, 397 
depolarizing agent, 397 
Murein lipoprotein 
3,4-dihydroxybutyl-1-phosphonate, 944 
E. coli, 944 
Mycobacterium leprae 
cell envelope, 552 
Mycobacterium lepraemurium 
cell envelope, 552 
Mycoplasmatales viruses 
A. laidlawii and A. modicum colonial morphology, 
962 


Nalidixic acid 

DNA gyrase, 40 
Nascent ribonucleic acid 

heterospecific DNA, 949 

S. sanguis, 949 

transformation, 949 
Neisseria gonorrhoeae 

colonial variation, 762 

genetic exchange, 756 

plasmid (penicillinase) transformation, 510 

transformation, 762 
Neisseria meningitidis 

nucleoside metabolism, 320 

pyrimidine base metabolism, 320 
Neurospora crassa 

arginine degradation, 909 

cAMP level, control of, 397 

cell wall, 461 

conidia, inactivation, 293 

depolarizing agent, 397 

inositol-requiring mutant, 461 

lipid, 461 

nutritional stress, 909 

ornithine degradation, 909 

photodynamic damage of conidia, 293 

purine degradation, 909 

singlet molecular oxygen, 293 
Nicotinamide deamidase regulation 

S. typhimurium pyridine nucleotide cycle, 957 
Nicotinic acid phosphoribosyltransferase regulation 

S. typhimurium pyridine nucleotide cycle, 957 
nif 

K. pneumoniae, 1041 
Nitrogen control 

amino acid transport, 218 

glnA, ginR, 218 
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glutamine synthetase synthesis, 218 
S. typhimurium, 218 
Normal alcohols 
E. coli fatty acid composition, 133 
Novobiocin 
B. subtilis spore outgrowth, 314 
spore outgrowth, 314 
nrdA 
deoxyribonucleoside triphosphate pools, 245 
DNA synthesis, 245 
E. coli mutant, 245 
Nuclear replication 
P. temperature-sensitive mutants, 
4 


Nucleoside metabolism 
N. meningitidis, 320 
Nutritional stress 
N. crassa, 909 


Ornithine degradation 
Neurospora under nutritional stress, 909 
Outer membrane 
E. coli, 715, 861 
lipoprotein, gene for, 715 
pore protein, 861 
Outer membrane protein 
E. coli protein I, 254 
O, lethality 
B. fragilis, 139 


N. gonorrhoeae, 510 
Penicillin-binding proteins 

1A, 1029 

1B, 1029 

detergent treatment, 1029 

E. coli, 1029 

heat treatment, 1029 
Penicillin selection 

E. coli DNA repair mutants, 779 
Peptidoglycan hydrolases 

B. sphaericus, 126 


Peptidoglycan sacculus 


B. sphaericus, 1010 

tetragonal protein layer, 1010 
Phenazine pigment biosynthesis 

P. aeruginosa, 846 
Pheromone interaction 

S. kluyveri and S. cerevisiae, 146 
Pheromones 

D. giganteum hierarchical mating system, 251 


Phosphatidylethanolamine synthesis 
E. coli cell division, 453 


Nuclease, extracellular 
S. marcescens exolipase, 663 
Nucleoids 
E. coli, 475 
irradiation, 475 
Penicillinase plasmid 
pH, external 
E. coli, 176 
phoN 
S. typhimurium, 155 
phoP 
S. typhimurium, 155 
Phosphate-limited growth kinetics 
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B-galactosidase 

Klebsiella lactose metabolism, 691 
6-Phosphogluconate dehydrogenase 

E. coli, 171 

rapid, high-yield purification, 171 
Phospholipid 

E. coli, 118 

lipid phase transition, 118 
Phospholipid synthesis 

E. coli cell division, 453 
Phosphotransferase system 

E. coli, 275 

enzyme I, 275 
Photodynamic damage 

N. crassa conidia, 293 
Photoinhibition 

cytochromes, 523 

S. cerevisiae, 523 
Photoreactivation 

E. coli phr \oci, 333 


E. coli photoreactivation, 333 
B 


E. coli, 1038 
phage #X174, 1038 

Physarum polycephalum 
growth, 499 
nuclear replication, 499 
temperature-sensitive mutants, 499 
viability, 499 


E. coli, 969, 976 
Pipecolic acid 
lysine biosynthesis in R. glutinis, 410 
Plasmid amplification 
E. coli K-12 strains, 270 
plasmid pBR322, 270 
Plasmid Colldrd-1 
chloramphenicol, 324 
DNA metabolism, 324 
E. coli, 324 
rifampin, 324 
Plasmid deoxyribonucleic acid 
C. intermedius glutamic acid excretion, 721 
Plasmid FP 
detection, 249 
P. aeruginosa, 249 
Plasmid InclI(a) 
chloramphenicol, 324 
E. coli, 324 
rifampin, 324 
Plasmid NR1 
E. coli, 284 
mercuric ion resistance, 284 
mer operon, copy number effects of, 284 
P. mirabilis, 878 
transcription, asymmetric, 878 
Plasmid pBR322 
amplification, 270 
E. coli, 270 
endonuclease RsAl, 505 
R. sphaeroides, 505 


Plasmid pHK539 

ampicillin resistance, 584 

H. influenzae, 584 

tetracycline resistance, 584 

transposons Tn7Tc and TnAp, 584 
Plasmid pML31 (mini-F) 

E. coli, 559 

replication, thermosensitive in, 559 
Plasmid pNO1001 

E. coli, 383 

ribosomal protein, 383 

ribosomal protein mRNA, 383 
Plasmid pRD1 

K. pneumoniae, 1041 
Plasmid pRI234 

chloramphenico! resistance, 584 

H. influenzae, 584 

tetracycline resistance, 584 

ms TnTc and TnCm, 584 

Plasmid pTM4016 

K. pneumoniae, 1041 
Plasmid pVH51 

bidirectional replication, 257 
Plasmid RP4 trp 

P. aeruginosa suppressor mutations, 748 
Plasmid Rldrd-19 

E. coli, 70 

replication, genetics of, 70 
Plasmid R91 

carbenicillin resistance, 1036 

P. aeruginosa, 1036 
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